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- ~F R P Tk (edema) B GIP G OIRE R F]E i S A R AVRAE D pd oK
ek FlY o E gy E g g B2 (134)
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)

= g%"ﬂ:a FRAArR A A ? A a2 pH EWE 20 k™ > § deiep AEEH 7
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B S0 L R P (BRI G ) o g Lo A R i
F 9?2 (10 %)
o RIS “E 1113

ORFIEL E- ERW > GEN - BraARGy iR FEREY WAL o
(9% 4048 > *#A2125 2 > Jp* 2BEA hEt P IRARSUFRRRE o St AN Y SR L (TR > A A e o
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WFYARL Ccomnea) M1 MEEHTHIA B Ciris) PR A

ORI (retina) FEA ] DL (sclera) 71X
3 I B[S s

WG IIEF 1A 5 O T 2
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4 Ml TR ﬁ%ﬁm HHE R %W

(A) 5%y Ep (B) 9% [~ 4] ©) 50%H (D) 90%f 48"
5 (kGRS _HEpy R RS

Wi 7R Copioid) <7H BET T (acetylcholine) 5754

(C)Tfﬂfﬁﬂ N-FIEL-D-~ [ % LS (NMDA ) <y Dl Gamma-##5L ° 2 (GABA) T
6 AR AR Fﬁ%ﬁﬁﬁi B

WE&'J UMYk (parathyroid hormone ) ® P R8s ( thyroxine )

©F (145 (gastrin) O] B 3%k (secretin )

7 JER a‘l'@f&_f{ RS AL S (1T BRI ET 2
W [FgﬁFlﬂﬁ (progesterone ) 1[5 ¥k (prolactin )
B ;Jz P F[ﬂﬁ (corticosterone ) F[1-/ T (cortisol )
Ol (aldosterone ) ﬁ'ﬁlﬁﬁtl‘%i@' 3 (adrenocorticotropic hormone )
(Dﬁiljﬁgﬁ?i (luteinizing hormone ) #[1%+ <%= ( growth hormone )
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ﬁfiiﬂpj\ﬂ 7 (Grave’s disease )
A>wy@ﬁﬂmm
@ﬂ—%g%%@&ﬁ
| F:ﬁ%%ll?'{ﬁi > NI 2
W B B) A =PI
e '3@1}:{37 ENE A
(A)%'TEI@??
© %T%l % (heparin )
ﬂﬁﬁﬂi?lﬁg& o ﬁgﬁ erp 9
A)F%a IR T EHET
O AR L= B 5
‘f?{ i BF PR & Tﬁ :
A= G FE7 1SS (atrial natriuretic peptide )
@k ij@?‘] ( diuretic )
WTSEAY I 5390 3 i ?
(W] VP53 85T (amylase )
©F* 53 ?/WTF'[ el (lipase )
P VAR R i
(W ELf XA U PRI
© [ HRARL [F e TR AR
e aeh

(AEFIFI ;ij%,v LU
©73) “@ﬁfﬁﬁé’?‘f (=S8
EOARI-S E’J‘ﬂéﬁlﬁi U ]‘pixftﬁg;f\p:zj 7"
(A)EJIﬁ%ﬁ} e ®T6 £ 55 i
T SRR PR
(W) AR ® * S TR
IE F%J PR AR JT%‘S‘ﬁEH [ ?

(A)W?U 7]@#{1 (antidiuretic hormone ) [ |7 ¥ & Fl'

P T ?

~EL 11310
o=k 1 4-2

B) £ FLF 'JL-[J‘%UE%&}HZ_T R 54
D) fpl1-= Fﬁ@ﬁ :ﬁj AU -

© [RlaE EF J' [ 5314 (D) ERAETRS ’ﬂﬁ
®) 3:@ At K

D) %ﬁl Z (renin)

(B)F'[WJ BT S

(D)“U\?Ej]fgi (‘stroke volume ) [&{%

B ¢[il'¥EdF (acetylcholine )
D) Hi (renin)

B (7T (amylase )
DA 55 f‘”‘q‘ﬁ el (lipase )

B ] BB
D) /[ A== 7y
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e F/—\ ( gap junction )
ﬁ@ RES F [ B AR

®[t[ai 45 FL\[ ( gap junction ) [ TF'I{;%??"
(D) 75 ASETES T A 1 At i

=3 P 4

OB 143 L5 = SRl Tl

O [RE

(D) 7B g VETIET ]

(B) = g F{[E 4TS (atrial natriuretic peptide ) [="]7 Er’?‘ | IR

(C)ﬁ%[ﬂﬁlﬁﬁf (aldosterone ) [EH|7HI¥E ﬁ

D F|| % fﬁ“ﬁ'ﬁ"ﬂ ## (ascending limb of Henle’s loop ) = E[pl~f<

R OPEARTS 6.8 I - TG

(A)ILFMJ o E@H [%
ﬁglﬁﬁ (dialysis ) F'f”fﬁ n g
(&) Fbi BB

ﬁﬁ*}’}%ﬂ#ﬁi (cholesterol ) FYSEA[IT > T
INES :ﬂfﬁlqﬁ@ (lanosterol )
c)FrJ*‘ JARLE (P2 (presqualene epoxide )

(squalene ) AR~

OkF 1 (D)é‘ﬁH 1
TR

(cyclization) > #&@ry :

B) %~ ( pregnenolone )

(D)3 [ BL £ 658% (farnesyl pyrophosphate )

(C)Eﬁ(/% |7E [

AR S O > IR0 (VRSB (transamination ) fﬁ CHA| A (Schiffbase) [V 2

WiE% 2k By (thiamine )
O T % (niacin )

BrEE 2k B, (rlboﬂavm)
DRES % B (pyridoxine )
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:4-3

RS AT A Elﬁw SR % (phenylalanine ) S & (tyrosine ) Ui ®T » =01 5T
iy SRR PR (p- ammobenzoic acid) f [T Q (coenzyme Q) ?

WA |[if% (phenylpyruvate ) (B)S5f-F5L % P 1k (p-hydroxybenzoic acid )
©zf-1# EL % PI% (anthranilic acid ) (D)73 L % (chorismic acid )

A GRS (DNA) POmglI=! e L-HipoRE! (variation) - 5950 500 RS Pt TR~ [ Bl v kLe — fi
El[ﬂ?“ (genome) LR 107 FLPSRRE! > AT

@WE I (gene deletion ) ®R%7@ (point mutation )
© %1% (polymorphism ) DF NERE (gene rearrangement )

-,-:TN (it (5-fluorouracil, 5-FUra) == 5- -4 e F IR (5-fluorodeoxyuridine, 5-FdUrd) {4 if[%ﬁ%fﬁl
FY 5T = ES T T‘ﬂﬁrﬂﬂK JIHE- P 2

WFGPERF] b BT (ribonucleotide reductase ) (B)}Tﬂ%ﬁ:'?%@ ( topoisomerase )
©Z g PREFUE (dihydrofolate reductase ) (D) J RS £ E&ﬁ\, RY7 (thymidylate synthase )

179¢1~" (enhancer) ['I'J 3§79 5L [Np J@%@if[['f o BRI PER [ BHEER 52 T 25T (W] (base pairs ) EFW?%
fo" (promoter) » SUE| My 2

OO E U R L (SR - [ R e
O R I I () D i

ﬁfﬁr& (Sanger) [# 1" #[["| 1-fluoro-2,4-dinitrobenzene 5= G| 1EF. VA FLFLH-S|] » [958 2 [ ][ {7 ]“‘F’:ff”i
m DNA T 20 ler B S N Rl P 2
@A) 2',3'—: 2 FAPERG T = B (2'3"-dideoxyribonucleoside triphosphate )
BB F 2',3'—@%@2 (cyclic nucleoside 2',3'-phosphate )
© 3,6-= Pﬁjﬁli‘*&fﬁ FIf% (3, 6-dinitrophthalic acid )
(D) 2, 3-= E L PAPL (2, 3-diphenylacrylic acid )
N RIS ) PR ORI P T B R R B [ e
(A)FLE Hegush (carotene) ®iE% 2 C (vitamin C)
OZFPF[ 1= (glutathione ) D4f% (uric acid)
}T]ﬁ%'*ﬁf@ (topoisomerase ) fi'I']§7 %= Eﬂgﬁ% A ARG RS > 25 a1 ”?TEI ¢~ (linking
number ) fVRLgpbcH- E 7
@3y EJ (type )
®57 B (type 1)
©y- B[=21T ﬁjﬁrﬁ
DyY- B[=537 ﬁJ?Elﬁf%’ﬁ SAGPERG RS- 8> T g lﬁ*“’f}’ﬁr
%A@ (eukaryotic cell) _'ﬂﬂlfgj ikﬁﬂ@ﬁ@zw # 7 (DNA polymerase ) ° fﬁ’%ﬁ&%ﬁ'&i‘ﬁﬁm
Pt R S AR LAV RIS (DNA replication ) ﬂ'['x f& ( DNA repair) ?
) a ® B © 7 Do
FUitenzk (heme) ¢ fHHtTRT 3k (hemoglobin) F¥AfMa <13k (cytochromes) - Aiflee iz » f@’?‘/m Fll
(P8 it (bile) ?
WIE#ZE (biliverdin) ®¥E7"Z% (bilirubin )
Ok T AR (bilirubin diglucuronide ) OIER"F 1 57F | (bilirubin albumin )
T kM) (methotrexate ) fcl_ﬂ]ﬁfﬂj &8 P RURUTE (dihydrofolate reductase ) iU &}ﬁ}‘}fﬁﬂ > BRI
(leukemia ) [ e - S (7 A A~ e 2
(WipFET B ‘J?ﬂfﬂ] ( competitive inhibition ) B®ZEgiE R 'H‘ﬂﬁfﬂ ( noncompetitive inhibition )
(@R ‘i qJﬂ]ﬁ‘ﬂ ( mixed inhibition ) DT F ﬁﬂ?‘ﬂﬁ‘ﬂ (irreversible inhibition )



33

34

35

36

37

38

39

40

Ej’i]]E' @ (uncoupler ) ﬂ]ﬁ‘ﬂ " [H1%5 (electron transport chain ) f[1 ATP fi JF S RLASH R S EE 2]
LT (matrix) [FORS + 0 > 518k Coligomyein) RLFJH ™ 5[4 ARSI ATP [0 55 2
(A)E‘F’FF”E'%W 2,4-dinitrophenol ( DNP ) ﬁ[fﬁ
B="nE M= (valinomycin) A[fl - £~ ﬁﬁiﬁlﬁ%%&ﬁg (ionophore )
©=F S EIFRRTA 2R (nigericin) TEWH » - K +/H+4§"§9'E‘9?E
(D)H“\E'%ﬁ ATP F’—‘[E‘}@pfj Fo ﬁﬂﬁjﬂ%ﬁﬁi—i A3
WPE-2,6-" GEE (fructose-2,6-bisphosphate ) 1 - A& [ v B YU AFIW JL & 5 B BT 4 (=]
(gluconeogenesis ) FHYPH#HE(="] (glycolysis) o Hy™ #H™ Biiﬁﬁéﬁ ) %rﬁ?ﬁi (glucagon ) ‘“Ff (L 7 S
[ [ E YL 2
(A) cAMP Pl f%
BYEHE N B T-2 ( phosphofructokinase-2) 1Y iﬁ’[‘i’ri@"{l
OBHE N B T-1 (phosphofructokinase-1) Elfiiﬁl‘iki@"{l
DN FE-2,6- WHET ( fructose-2,6-bisphosphatase ) Elfiiﬁ’l‘fiﬁ\ %
ML (citrate ) 7%= ﬁz(@ﬁéﬁ&?ﬁ (tricarboxylate transporter ) 3= U6 i > T Af W BTVE FEF ][R
FETE SR 5T ARy SR T A (acetyl-CoA) iz » ”’5[ ] Tlﬁ&%ﬁ*[ﬁ&lﬂ'ﬁ[ﬂ ?
(A)ﬂﬁlfﬁﬁliﬁ@A £ 5975 (3-ketoacyl-CoA-synthase )
BIRF = ﬁﬁ@—@‘%f@ﬁ I ( ATP-citrate lyase )
(C)@‘%@ﬁ Ry Ty (citrate synthase )
DAL ST (citrate dehydrogenase)
“E,WE[E]“JE/'PW%[@*@FU& » # R P -6-15% ( glucose-6- phosphate) E,lp PUTERERE @ T
el 2
WP ] (glycolysis) + T HRPHBHEERE % (pentose phosphate pathway )
(B) =+ WA P GH RS (42 + PHETFT T 1] (gluconeogenesis )
OPFTHE (] - FE70E5 i (glycogenolysis )
(D)'F- o5 A+ il (2|
IR BALEfEGHA ™ (#7 (high energy phosphate compound ) T B | (glycolysis) 17555+
BTt W ORI [ (=] (substrate level phosphorylation ) ?
@) 2,3-= LTI (2,3-bisphosphoglycerate ) B 4[] A (acetyl-CoA )
ORI [i% ( phosphoenolpyruvate ) (D) A -6-34%  (glucose-6-phosphate )
FIIfE] 4 33 (intermediary metabolism ) il_}‘F“[ BrE | OBRA s (S5 BRI (precursors) ~ (U4
(metabolites ) F[1%:4 (products ) Vfei] » = AfIELEIY |EI*J A o F‘?}‘F[[E‘i7 =" BiA4EE % Dipideti (dalton) ?
(A 5 = 10kDa B 1 = 5kDa © =" 1 kDa (D 10 = 100 kDa
?iJEHE[@—3—E’f.EZT§—2? @0y ( glyceraldehyde-3-phosphate dehydrogenase ) ﬁ?ZJiF'jHI BT (cysteine ) ?ﬂﬁ
[“1 Cactive site ) PIiFT(# (== > {1 ﬁi%lij\ I~ A ?

(A)rfg'ﬁ’ﬁéé% ( mercury ) iﬁ = B F 1 RLtd 4% (iodoacetate ) ﬂ]ﬁﬂ
© Fﬁ”ﬁzﬁ[@ag@ (arsenate ) ~ i (D)’SAFMF%'I 5% (ATP) % ™
AEE 3 B ‘7?{3]@%{]%? (beriberi) > T |*%fﬂ?ﬂf[lf 137 | AT Sl T =gy 1 g
W[ %= &7 (pyruvate dehydrogenase ) (B)ﬁlﬁfﬂg (transaldolase )

OFFF LS. 0% (succinate dehydrogenase ) D157 &% (alcohol dehydrogenase )



