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1 —{EbxA & (dlucose) {EEEfE(E (glycolysis) Hr » &5 L 2(EH ATP ~ CO, ~ HO?
A0-6-2 ®2-0-~2 ©6-2-0 D36-6-6
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NIE R I ERGHY AR
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BE & 7Y PIERANS MAEATL A sk PR B
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3 JMEER&TEA LA (chief cells) FIEELHAE (parietal cells) HYRREGAEASEERAL ©

A)'EE (gastric fundus)
©4F (pylorus)
4 E%B@Jﬁ%ﬁﬁi%ﬁ%ﬁ(ﬁ s A TEE ?
AV S B TR A B M e

BH#E (gastric body )
O+ —358% (duodenum)
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B = 4-2
DN AE FIAE B By — &R AL 2
(&) AT bt R/ NE B=HEKE OF&EK DERE
B RIE (Graves disease) BEMAPHFEE (TSH) BIFFRBUMZEAVRE » KAlgeE MNITi#EHEE ?
WHERERIES - FIRBEHE SN ER BFEEENIESR - FIRBEHE SN ES
OF R RN IES - FIRBRBERERIESR DR eRERIEE - FIRBREEERIER
Fe— W A2 B B T AT (anterior pituitary ) fEJ > TYIMAIZ A A gEEE 4k 7
WE R (CRH) 70 Bt BE{EE (ACTH) 73 EIt
© fz'&Mls (cortisol ) 73l b7+ DE _FRRAER
I AT T R 52 2 T AR B AR R R IR U (bone resorption) 7
WINE5H 2 (cacitonin) B & (cortisol )
OFIH kAR Z (parathyroid hormone) D HiRBREZ (thyroid hormones)
B ME R K2 4R AT 3ol T Y erfe & - DAHIRA S fE 2
WEIZFTYIHEZE (prostacyclin) ®IMENNEEZE (vasopressin)
©%EMEHE (thrombin) D#4EEHIR (fibrinogen)
NEIMRIAE AR 2 A 2 B, IR B RS L B TP Y I AR 2
A EWEAHAE ( macrophage) B AN F74fAE (endothelia cell )
© L Rz4ffiffl (epithelial cell ) O EER4HAE ( smooth muscle cell )
ARAMENEREM: (vascular compliance) FYRLAL » T H11a[E IERE ?
WEMEEER - MENREMERS - BB
BEENBRENEER - MENMRE K - MEHK
O & M EER - fENREMERY ] RREE R
DE MUEELE EERE - mENEENER N - BRI
IHMETE A R RSV IRE ?
(W FIERINAE S 4HGH0R P 2y BF RIS A e At A R
O FEFILR DEADHS
YA R s R AR A Y T MRS (T lymphocyte) i iz 2
MMajor histocompatibility complex | (MHC |) /CD4
(BMagjor histocompatibility complex | (MHC1) /CD8
(©Major histocompatibility complex I (MHC Il ) /CD4
(DMajor histocompatibility complex Il (MHC 1) /CD8
R HEHETE K7 Jeg 2 15 A A RE N YR T e ok 2
(W IELEE B OF=F DFERE
ESARRE B EIFE A E R R NV — @RS ATiERk ?
W T BEEZ ©/]NiE DR HEEN K7 2

EEATHZR S LT AR ALATR R - SRR — AN HE - BEETMIIEAEES S 43RG - [EiFH I8y
WREISR, - ZAE N G E TS MafE LA 2

(AIEE B P 2fhg (diaphragm) FI4MffERL (external intercostal muscle )

(B SRS 5 FE R g A0 A BhFEIRL. Cinternal intercostal muscle)
OISR B SR A0 A B £ RS (diaphragm)

(D) ISR e (5 FH 2 P RO FETAILESLRE ELHL (rectus abdominis)
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19 THIRAR S —AUNEFRR RO - o[ TERE ?
(8) ST Fry e B R AR B PR 7S B FELO AR SR T FUETR
O — B RIFEER L BT RAEN DEBRZHERR AR S B s —24Y
20  EEARIMS[EHIRYE (shock) > ZE@IN AR 2
W CAAPEARTE B®EPE IR (OF=IEWaLNZ DEAEREARTE
21 TNYIZEEHE EA SBOKM AR BEETE R (synovia fluid) K ARER/K & RS A, IR R ( vitreous humor )
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(Achondroitin sulfate B heparin (©keratan sulfate (Dhyaluronic acid
NHIAT A R B R TR ) A A MR AT TR S 24 I /F - (alcoholic fermentation) 2 &%) ?
(4)a cohol (B)CO, ©lactic acid (DNAD*

5 R A QA A2 = Rt - TR F I eT R 2

WFHEZE (glucagon) E4EHIHE S 4HAE cyclic AMP & & (EFIEREEL (LE§ (glycogen phosphorylase) BATEME
BFREZ (insulin) A48 EEEE (L (phosphorylation)  SHEEETTTZUELHFEE & RES (glycogen synthase)
©5-AMP &L IR 7 UG (LA IR (LES (glycogen phosphorylase)

(Dglucose-6-phosphate TJ 4% FH 3 g 22 121 )7 =S BT EE S RES (glycogen synthase)

B OE 2 (ERg 2R RERE G M e = T e fElEZ 2

(A glucokinase (B glycogen synthase

©glycerol-3-phosphate dehydrogenase (D)glucose-6-phosphate dehydrogenase

NEIT R E B AR o AN = Y E ARG

@linoleic acid (Bapha-linolenic acid (©arachidonic acid (D eicosapentaenoic acid
ZRRE R  FEAEE AR A T AL SRR S A AREAYZ

AGLUT 1 BGLUT 2 ©GLUT 3 DGLUT 4

YA RERE B RS HRCIL - AT TR 2
WERRTIEE R S E R EMERRENEERN T  OEERSEFEEN I YA

O FH A AM: A RZ AT NA: AR (DS R[] B 71 ] RE DARE [E] S B iR RE T AE
NFIalFE R B FIAHRERRE 2 B B AR RSN ESEIE A » R S #iisks 2
W 5EEL MR EE 9 (integral membrane protein) ® FEEEE (peripheral membrane protein)

©EEMEREZE 9 (amphitrophic membrane protein ) DiEEH (glycoprotein)

PAlREE (niacin) AT H T 51 far e e AR B g T 2 2

A fERE (tryptophan) B RS (leucine) ©FERRzEE (threonine) DVfi%REE (tyrosine)
PefHFEnE (aspartame) S FHFIS R e ALl FrH B AV EERERK (dipeptide) ?

W&l (vaine) FOMfREZE: (proline)

BEsHEL (tyrosine) FIEkHZEE (threonine)

© i fELE (methionine) FIH L (glycine)

DARFI4RERE (aspartic acid) IR HEEE (phenylaanine)

A HEEE Y avidin By BN SIMEEY S B AT - e R L E RS S s R R AN ?
W4EAEZ K (vitaminK) ® F g% (niacin)

O 442 E (vitaminE) DAY (biotin)
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P =X 4-4
FUKMER AN FABARE Ny E 5'E i 7
(&) — R B S (B) &R E — SRS O = EAVUSRAEIES (D) SR EAVUR A S
MR K BRZ - BE e osteocalcin HY glutamate JEALEAMET N HI{AITELRZ fE 7
(A phosphorylation (Bacetylation ©hydroxylation (D gamma-carboxylation

HRAZEE (nucleic acids) %51 Rt » T HI{# IERE ?
WiZFE LV ## (disulfidebond) #ERERAZH B (nucleotides) ERRG4ETH

BIZFE W& (primary structure) 7 P12 EHE PR E

(©DNA 445 (secondary structure) 2 DARERE —fisf# ( phosphodiester bond ) 78 %5 [ BEHE

LN

(DDNA EERGIZFEsERE T -

REAZIERSG (ribosomes) HYRHL - T FI{al =& ERE 2
A A HEZHERERY large subunit 275 rRNA 471 » {H small subunit HiJ4

BFEfZERE T RNA 731

O EAZ PR P Az e A L (R 80k 70S
O HAZ VIR EE X AR
BEFYIEES 1% H . (purine nucleotides) A= & pIRTE ZHUM - I {A[4 IEAE ?

(WIS % A% B A S RO XA H TR

C A G Bl T gAY sl

Ay EsE M IR ey A

il EAZIERY 2 ik | -OH Z RIS

(BIVENS A & R Y 55— (% 2% 5 aspartate transcarbamoylase (ATCase)
OFEEERS gL ERTAMY S RE N H R (glycine)
DIEAZ R4 SRR I B e 4 EARRAR S
HEAREZ (enzyme) Rl - a5 Ry FEaR ?
ORISR N SRS
BFLEEERFT AR (vitamin) EiHbE

OFF R H

R AR RETRAEIEA

DEFZRBZE (substrate) EA1TIARFRE Km {H=EVN

IHA— (R RS

A TR S B 2R (3 2

(»induced-fit model

(€)scissile bond model

DI A A& ES (succinyl-CoA dehydrogenase)

(Bkey and lock model

(D)conformation selection model
MEREIEER T - THII—(El 2 B S EARERS (aconitase) SZfEBRZAHI ?

W AEEHZBERS (fumarase)

B®IEIARLHHES A &R6ES (succinyl-CoA synthetase)
OfEENE & RS (citrate synthase)

LI Rl

oL EE TR S ATP & A& By 2] (respiratory control ) BRI 42 > & ADP I AGHTEEREHU AR 43 A

SERGgEA

WETFHLD
| ATP &R

OFFEKR D

ATP &)

BEEFKIE > ATP &R

WE=}

KA - ATP RS )



